
Source URL: https://www.cirm.ca.gov/about-cirm/publications/mapping-human-epigenomes

California Institute for Regenerative Medicine

Mapping human epigenomes.

Journal: Cell

Publication Year: 2013

Authors: Chloe M Rivera, Bing Ren

PubMed link: 24074860

Funding Grants: Mechanisms of chromatin dynamics at enhancers during ES cell differentiation

Public Summary: 

Scientific Abstract: 

As the second dimension to the genome, the epigenome contains key information specific to every type of cells. Thousands of human

epigenome maps have been produced in recent years thanks to rapid development of high throughput epigenome mapping

technologies. In this review, we discuss the current epigenome mapping toolkit and utilities of epigenome maps. We focus particularly

on mapping of DNA methylation, chromatin modification state, and chromatin structures, and emphasize the use of epigenome maps to

delineate human gene regulatory sequences and developmental programs. We also provide a perspective on the progress of the

epigenomics field and challenges ahead.
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